1 

SEQUENCE LISTING 
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<160> 26 

<170> Patentln Ver . 3.3 

<210> 1 
<211> 296 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Glu His Leu Lys Ala Phe Asp Asp Glu lie Asn Ala Phe Leu Asp 
1 5 10 15 

Asn Met Phe Gly Pro Arg Asp Ser Arg Val Arg Gly Trp Phe Thr Leu 
20 25 30 

Asp Ser Tyr Leu Pro Thr Phe Phe Leu Thr Val Met Tyr Leu Leu Ser 
35 40 45 

lie Trp Leu Gly Asn Lys Tyr Met Lys Asn Arg Pro Ala Leu Ser Leu 
50 55 60 

Arg Gly lie Leu Thr Leu Tyr Asn Leu Gly lie Thr Leu Leu Ser Ala 
65 70 75 80 

Tyr Met Leu Ala Glu Leu lie Leu Ser Thr Trp Glu Gly Gly Tyr Asn 
85 90 95 

Leu Gin Cys Gin Asp Leu Thr Ser Ala Gly Glu Ala Asp lie Arg Val 
100 105 110 

Ala Lys Val Leu Trp Trp Tyr Tyr Phe Ser Lys Ser Val Glu Phe Leu 
115 120 ' 125 



Asp Thr lie Phe Phe Val Leu Arg Lys Lys Thr Ser Gin lie Thr Phe 
130 135 140 



Leu His Val Tyr 
145 

Leu Asn Trp lie 



Ser Phe Val His 
180 

Pro Ser Met His 
195 

Gin Leu Val Gin 
210 

Val Lys Pro Cys 
225 

Tyr Met Leu Thr 



Tyr Arg Lys Lys 
260 

Lys Glu Val Lys 
275 

Gly Val Met Asn 
290 



His His Ala Ser 
150 

Pro Cys Gly Gin 
165 

lie Leu Met Tyr 



Lys Tyr Leu Trp 
200 

Phe Val Leu Thr 
215 

Gly Phe Pro Phe 
230 

Leu Val lie Leu 
245 

Pro Met Lys Lys 



Asn Gly Phe Ser 
280 

Lys Lys Ala Gin 
295 



Met Phe Asn lie 
155 

Ser Phe Phe Gly 
170 

Ser Tyr Tyr Gly 
185 

Trp Lys Lys Tyr 



lie Thr His Thr 
220 

Gly Cys Leu lie 
235 

Phe Leu Asn Phe 
250 

Asp Met Gin Glu 
265 

Lys Ala Tyr Phe 



Trp Trp Cys Val 
160 

Pro Thr Leu Asn 
175 

Leu Ser Val Phe 
190 

Leu Thr Gin Ala 
205 

Met Ser Ala Val 



Phe Gin Ser Ser 
240 

Tyr Val Gin Thr 
255 

Pro Pro Ala Gly 
270 

Thr Ala Ala Asn 
285 



<210> 2 

<211> 888 

<212> DNA 

<213> Homo sapiens 



<400> 2 

atggaacatc 

ccgcgagatt 

cttactgtca 

gctctttctc 

tacatgctgg 

gatcttacca 

ttctccaaat 

cagattactt 

ttgaactgga 

attcttatgt 

tggaagaaat 

atgagcgccg 

tatatgctaa 

ccaatgaaga 

aaagcctact 



taaaggcctt 
ctcgagtcag 
tgtatctgct 
tcaggggtat 
cagagctcat 
gcgcagggga 
cagtagagtt 
ttcttcatgt 
taccttgtgg 
actcctacta 
atctcacaca 
tcgtgaaacc 
cgttagtcat 
aagatatgca 
tcactgcagc 



tgatgatgaa 
agggtggttc 
ctcaatatgg 
cctcaccttg 
tctctccact 
agctgacatc 
cctggacaca 
atatcatcat 
acaaagtttc 
tggactttct 
ggctcagctg 
gtgtggcttc 
cctcttctta 
agagccacct 
aaatggagtg 



atcaatgctt 
acgttggact 
ctgggtaaca 
tataatcttg 
tgggaaggag 
cgggtagcca 
attttcttcg 
gcttctatgt 
tttggaccaa 
gtgtttccat 
gtgcagttcg 
cccttcggtt 
aatttttatg 
gcagggaaag 
atgaacaaga 



ttttggacaa 
cttaccttcc 
agtatatgaa 
gaatcacact 
gctacaactt 
aggtgctttg 
ttttgcggaa 
ttaacatctg 
cactgaacag 
ctatgcacaa 
tgctcaccat 
gtctcatctt 
ttcagacata 
aagtgaagaa 
aagcacaa 



tatgtttgga 
tacctttttt 
gaacagacct 
tctctccgcg 
acagtgtcaa 
gtggtactat 
aaaaacgagt 
gtggtgtgtc 
ttttgtccac 
gtatctttgg 
cacgcacacc 
ccagtcatct 
ccgaaaaaag 
tggtttttcc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

888 




<210> 3 
<211> 4002 
<212> DNA 

<213> Homo sapiens 
<400> 3 

gatagcgccg ggcagaggga cccggctacc 
gccgcgccac agccgctgcg gatcatggaa 
gcttttttgg acaatatgtt tggaccgcga 
gactcttacc ttcctacctt ttttcttact 
aacaagtata tgaagaacag acctgctctt 
cttggaatca cacttctctc cgcgtacatg 
ggaggctaca acttacagtg tcaagatctt 
gccaaggtgc tttggtggta ctatttctcc 
ttcgttttgc ggaaaaaaac gagtcagatt 
atgtttaaca tctggtggtg tgtcttgaac 
ccaacactga acagttttgt ccacattctt 
ccatctatgc acaagtatct ttggtggaag 
ttcgtgctca ccatcacgca caccatgagc 
ggttgtctca tcttccagtc atcttatatg 
tatgttcaga cataccgaaa aaagccaatg 
aaagaagtga agaatggttt ttccaaagcc 
aagaaagcac aataaaaatg agtaacagaa 
ttgttttaaa gcaaagactg aattgaaggt 
gagttcataa atcatttgta cccagaatgt 
aactgaatgc tttgatcagc attgaggtga 
cagcttctct ctccctccct cccacagact 
gccttatacg catacacagc caggaaacgt 
ataaaaaggg ttttgttcag attaaaatgt 
acagggtatg ttctaatcta tattaagcaa 
cctttagcaa tcaaccccag aaaatattaa 
ctagcaaaac ttctctttct gtaagccaga 
ctgattctaa atttagtgat atggtaatga 
ctaaggagaa aaaaatgctt ctgcaagatt 
ttcctctgtt tccctaatca ttcatctgtt 
gttatacaga tgccatgctc cacaccacga 
ttctgagcaa gcactggagt ccactccgac 
tatgtataaa tcagaactag cagaagtagc 
tcgtcaactc ttttttgtga gcctacttgt 
ttcacaggtt atttaagttt ttgaagctgg 
tccagcactg agccgtgggc cggtcatgag 
cagcactcct gttccctgct caggtatatg 
agacaaaagt attaatgagt atttcctttc 
aaactctacc aagaatggaa acaaagaata 
ataccctata aaataaaact tgttagcttc 
tattttttta aataagtttt taggtcctga 
ggcatttcca ccaccgtccc cactcattag 
tttcccccct gagctctagt tttaaacttt 
atgtaaactg cccctctgag gatttgggca 
tagtctctag ggtgatgcac tgcacctgct 
tgttgaacag atgtctcctg tgtgatgccc 
tttctgaagc tgacttgctc tagggtgctt 
aactgttctg tcttgttctc tcccagcaat 
tgactgttaa tggctcctct gtgacaaaac 
agaaactgga ccctagttca gtttagatct 
gcgttccaga taaaaatgag acttagaaga 
acattcagct tattcttacg tgccagtgag 
ccactctgga tgttttcctg ggcttcatat 




3 



ctggacagcg catcgccgcc cgcccgggtc 60 
catctaaagg cctttgatga tgaaatcaat 120 
gattctcgag tcagagggtg gttcacgttg 180 
gtcatgtatc tgctctcaat atggctgggt 240 
tctctcaggg gtatcctcac cttgtataat 300 
ctggcagagc tcattctctc cacttgggaa 360 
accagcgcag gggaagctga catccgggta 420 
aaatcagtag agttcctgga cacaattttc 480 
acttttcttc atgtatatca tcatgcttct 540 
tggatacctt gtggacaaag tttctttgga 600 
atgtactcct actatggact ttctgtgttt 660 
aaatatctca cacaggctca gctggtgcag 720 
gccgtcgtga aaccgtgtgg cttccccttc 780 
ctaacgttag tcatcctctt cttaaatttt 840 
aagaaagata tgcaagagcc acctgcaggg 900 
tacttcactg cagcaaatgg agtgatgaac 960 
aaagcacata tactagccta acagattggc 1020 
tacatgtttt aggataaact aatttctttt 1080 
attaatatat tgctattagg ttaatctgtt 1140 
tgctcacctc cgaggacctc agaactggtg 1200 
gaacctttcg ccagaagctg tccttataac 1260 
ggagcattgt ttctcacaga gagtctccaa 1320 
ttacaacaaa atgttaatta tattctaaat 1380 
taatgccagt gcataatcat tccatttgtt 1440 
aatgggatca tacacagaag atagaaaaat 1500 
gtcttgtcta tcagattccc acaaccactc 1560 
aattggtatt tattttaaat attagttatt 1620 
ttcataattc aggggctgtg gataggattg 1680 
catgtctccc tcttgtgcca gtcagcctag 1740 
gcagtgtaca aatctggctg cccgtttact 1800 
ctttttcttt gaacatgcat gctgctggaa 1860 
agagtgatgg gagcaaaata ggcactgaat 192 0 
gaatattacc tcagatacct gttgtcactc 1980 
gaggaaaaag atggagtagc ttggaaagat 2 04 0 
ccacgataaa aaatgccagt ttggcaaact 2100 
cgatctctac tgagaagcaa gcacaaaagt 216 0 
tccataagtg caggactgtt actcactact 2220 
ttttctgaag atttttttga agattaattt 2280 
gatgaagtca cttcatcttc tctcctacct 2340 
cactgacatc aaatacatgc acaccagaaa 24 00 
cgtccagagt gcctttctct ctcggctttt 2460 
ctcctgttaa aaaaattgta cttttatttc 2520 
tattttttgg aaggtgccta atgcttagga 2580 
tccttccctt cagtgcggcc gacccatttc 2640 
ctgactctta catttatctt tctaaatcat 2700 
catcaccact tccatcttgc atcaccttat 2760 
ttattttaaa acaagggcta gcttcaagca 2820 
acaagttgga ccaaggagaa agccctttgg 2 880 
caaatatagg ctgaaatctc ttaccaaagt 2 94 0 
cagactggtc taatatgctc actggtcatc 3 000 
gccctaaggt ctcagtgcat agcatacctg 3 060 
ctgtatggca aggagggagc tgtccttcag 312 0 



cagacaaagt 
aaatgtgggt 
gatgtgtatt 
taaaccattc 
caggtaaaca 
ttaatgtgat 
tggagaatgt 
taaagcatat 
gaatggaatt 
atgttacggg 
aggcaaaaca 
agttctttcc 
aatatggata 
gaatggagta 
tatgattgtt 



caagcagctt 
agcttatact 
tccaatttgg 
aagggctaat 
ttttaacctg 
ttttctaaaa 
tttctctcaa 
ctattaataa 
aaacatagca 
gtaaagtcct 
gtgtttactg 
aatatttcca 
tcgctttgtt 
gacagggagg 
gtataataaa 



taagtacaag 
ttcaaactaa 
tcttcaattc 
taaaaaaata 
tcgttaagtg 
ctattgaaaa 
atttcctctg 
ttcccccaat 
attgtcaagc 
cacccctgca 
tgatgggcag 
tatcgttcat 
ttcctttgaa 
ctgcagaagc 
ttgattttta 



gcagcttgaa 
tgccagtgac 
aagagatgct 
gttatgaaat 
ttgtaacttc 
attaatattt 
acccatggga 
tttttaaact 
catcaaaatt 
tttgagaaat 
aacagccttt 
aaatgtgtct 
agtaattata 
catttctctt 
cattaaaaaa 



acctctctga 
tagagagagg 
tcataaaaca 
cttagccaca 
aaaaaaccaa 
ctataatcta 
atgaaaatac 
aacaaaatgg 
atatatcgaa 
attttattat 
tgtatctagg 
gggggcttcc 
tcttaagaac 
tgtagataaa 
aa 



tgaaagtgaa 
tttcattcat 
cttatagcct 
aaaaataaat 
aatgcttatt 
ttaaaaaaaa 
ttaaatactg 
aatgttaact 
ccacttaggc 
ttttatttta 
agtccatttg 
ttgtttggaa 
atagtatcat 
aagcattatc 



3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4002 



<210> 4 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 4 

atgacggagg ttgtgaggca ctgcccccac catgagcgc 3 9 



<210> 5 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 5 

gcgctcatgg tgggggcagt gcctcacaac ctccgtcat 39 



<210> 6 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 



<400> 6 

cctgtcgtta agtgttgtaa cttc 



24 



<210> 7 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 7 

attgtttaat tccattcagt taacattcc 



<210> 8 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 8 

ccggaattca tggaacatct aaaggccttt gatgatg 

<210> 9 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 9 

ccggcggccg cttattgtgc tttcttgttc atcactcca 



<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide designed for ELOVL2 

<400> 10 

agccacacgg tttcacgacg 



<210> 11 
•<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 11 

gcagcacttt ggcacaccga 

<210> 12 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 12 

gctcaccatc acgcacacca t 



<210> 13 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 13 

aaccgaaggg gaagccacac 

<210> 14 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 14 

gcgaattcag aacatctaaa ggcctttgat gatgaaatc 

<210> 15 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 15 

cgtctagatt attgtgcttt cttgttcatc actccattt 



<210> 16 

<211> 479 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met Leu Gin lie Asn Gin Met Phe Ser Val Gin Leu Ser Leu Gly Glu 
15 10 15 

Gin Thr Trp Glu Ser Glu Gly Ser Ser lie Lys Lys Ala Gin Gin Ala 
20 25 30 

Val Ala Asn Lys Ala Leu Thr Glu Ser Thr Leu Pro Lys Pro Val Gin 
35 40 45 

Lys Pro Pro Lys Ser Asn Val Asn Asn Asn Pro Gly Ser lie Thr Pro 
50 55 60 

Thr Val Glu Leu Asn Gly Leu Ala Met Lys Arg Gly Glu Pro Ala lie 
65 70 75 80 

Tyr Arg Pro Leu Asp Pro Lys Pro Phe Pro Asn Tyr Arg Ala Asn Tyr 
85 9 0 95 

Asn Phe Arg Gly Met Tyr Asn Gin Arg Tyr His Cys Pro Val Pro Lys 
100 105 110 

lie Phe Tyr Val Gin Leu Thr Val Gly Asn Asn Glu Phe Phe Gly Glu 
115 120 125 

Gly Lys Thr Arg Gin Ala Ala Arg His Asn Ala Ala Met Lys Ala Leu 
130 135 140 

Gin Ala Leu Gin Asn Glu Pro lie Pro Glu Arg Ser Pro Gin Asn Gly 
145 150 155 160 

Glu Ser Gly Lys Asp Met Asp Asp Asp Lys Asp Ala Asn Lys Ser Glu 
165 170 175 

lie Ser Leu Val Phe Glu lie Ala Leu Lys Arg Asn Met Pro Val Ser 
180 185 190 

Phe Glu Val lie Lys Glu Ser Gly Pro Pro His Met Lys Ser Phe Val 
195 200 205 

Thr Arg Val Ser Val Gly Glu Phe Ser Ala Glu Gly Glu Gly Asn Ser 
210 215 220 

Lys Lys Leu Ser Lys Lys Arg Ala Ala Thr Thr Val Leu Gin Glu Leu 
225 230 235 240 

Lys Lys Leu Pro Pro Leu Pro Val Val Glu Lys Pro Lys Leu Phe Phe 
245 250 255 



Lys Lys Arg Pro Lys Thr lie Val Lys Ala Gly 
260 265 



Pro Glu Tyr Gly Gin 
270 



8 



Gly Met Asn Pro lie Ser Arg Leu Ala Gin lie Gin Gin Ala Lys Lys 
275 280 285 

Glu Lys Glu Pro Asp Tyr Val Leu Leu Ser Glu Arg Gly Met Pro Arg 
290 295 300 

Arg Arg Glu Phe Val Met Gin Val Lys Val Gly Asn Glu Val Ala Thr 
305 310 315 320 

Gly Thr Gly Pro Asn Lys Lys lie Ala Lys Lys Asn Ala Ala Glu Ala 
325 330 335 

Met Leu Leu Gin Leu Gly Tyr Lys Ala Ser Thr Asn Leu Gin Asp Gin 
340 345 350 

Leu Glu Lys Thr Gly Glu Asn Lys Gly Trp Ser Gly Pro Lys Pro Gly 
355 360 365 

Phe Pro Glu Pro Thr Asn Asn Thr Pro Lys Gly lie Leu His Leu Ser 
370 375 380 

Pro Asp Val Tyr Gin Glu Met Glu Ala Ser Arg His Lys Val lie Ser 
385 390 395 400 

Gly Thr Thr Leu Gly Tyr Leu Ser Pro Lys Asp Met Asn Gin Pro Ser 
405 410 415 

Ser Ser Phe Phe Ser lie Ser Pro Thr Ser Asn Ser Ser Ala Thr lie 
420 425 430 

Ala Arg Glu Leu Leu Met Asn Gly Thr Ser Ser Thr Ala Glu Ala lie 
435 440 445 

Gly Leu Lys Gly Ser Ser Pro Thr Pro Pro Cys Ser Pro Val Gin Pro 
450 455 460 

Ser Lys Gin Leu Glu Tyr Leu Ala Arg lie Gin Gly Phe Gin Val 
465 470 475 



<210> 17 
<211> 1437 
<212> DNA 

<213> Homo sapiens 



<400> 17 

atgcttcaaa 

tccgaaggca 

tctacgcttc 

agtataactc 

tacaggccat 

atgtacaatc 

ggaaataatg 

atgaaagccc 

gaatcaggaa 

tttgaaattg 

ccaccacata 



taaatcagat 
gcagtataaa 
ccaaaccagt 
caactgtgga 
tagatccaaa 
agaggtatca 
aattttttgg 
tccaagcact 
aggatatgga 
ctctgaagcg 
tgaaaagctt 



gttctcagtg 
gaaggctcag 
tcagaagcca 
actgaatggg 
gccattccca 
ttgcccagtg 
ggaaggaaag 
gcagaatgaa 
tgatgacaaa 
aaatatgcct 
tgttactcga 



cagctgagtc 
caggctgttg 
cccaaaagta 
cttgctatga 
aattatagag 
cctaagatct 
actcgacaag 
cctattccag 
gatgcaaata 
gtcagttttg 
gtgtcagtag 



ttggtgagca 
ccaataaagc 
atgttaacaa 
aaaggggaga 
ctaattacaa 
tttatgttca 
ctgctagaca 
aaagatctcc 
agtctgagat 
aggttattaa 
gagagttctc 



gacatgggaa 
tttgactgaa 
taacccaggc 
gcctgccatc 
ctttcggggc 
gctcactgta 
caatgctgca 
tcagaatggt 
cagcttagtg 
agaaagtgga 
tgcagaagga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 



gaaggaaata 
aaaaaacttc 
aaaacaatag 
gcgcaaattc 
ggaatgcctc 
ggaacaggac 
cttggttata 
ggatggagtg 
cttcatttgt 
ggcactactc 
agtatatctc 
acatcttcta 
ccagtacaac 



gcaaaaaact 
cacctcttcc 
taaaggccgg 
aacaggccaa 
gacgtcgaga 
ctaataaaaa 
aagcatccac 
gtccaaagcc 
ctcctgatgt 
taggctattt 
ccacatcgaa 
cagctgaagc 
cttcaaaaca 



ctccaagaag 
tgtggtggaa 
accagaatat 
aaaggaaaag 
atttgtgatg 
gatagccaaa 
taatcttcag 
tgggtttcct 
ttatcaagag 
gtcacccaaa 
tagttcagct 
cataggttta 
actggaatat 



cgcgctgcga 
aagccaaaac 
ggccaaggga 
gagccggatt 
caggtgaagg 
aaaaatgctg 
gatcaacttg 
gaaccaacaa 
atggaagcca 
gatatgaacc 
acaattgcca 
aaaggaagtt 
ttagcaagga 



ccaccgtctt 
tattttttaa 
tgaaccctat 
atgttttgct 
taggcaatga 
cagaagcaat 
agaagacagg 
ataatactcc 
gccgccacaa 
aaccttcaag 
gggaactcct 
ctcctactcc 
ttcaaggctt 



acaggagctt 
aaaacgccct 
tagccgcctg 
ttcagaaaga 
agttgctaca 
gctgttacaa 
ggaaaacaaa 
aaaaggaatt 
agtaatctct 
ctctttcttc 
tatgaatgga 
cccttgttct 
tcaggta 



720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1437 



<210> 18 
<211> 4058 
<212> DNA 

<213> Homo sapiens 



<400> 18 

ccaatgttgg 

tttagcttac 

atacacaaag 

tttggtcaat 

cttggtgagc 

gccaataaag 

aatgttaaca 

aaaaggggag 

gctaattaca 

ttttatgttc 

gctgctagac 

gaaagatctc 

aagtctgaga 

gaggttatta 

ggagagttct 

accaccgtct 

ctatttttta 

atgaacccta 

tatgttttgc 

gtaggcaatg 

gcagaagcaa 

gagaagacag 

aataatactc 

agccgccaca 

caaccttcaa 

agggaactcc 

tctcctactc 

attcaaggct 

tcagattctt 

gccacttacg 

tgcctcattt 

cattttcctt 

gattaggtgc 

tttggtgtta 

ttatgatgat 

caggtacacc 

tgatatttga 



agccgtctgc 
tttttaaaga 
taatttgaac 
attgtcttaa 
agacatggga 
ctttgactga 
ataacccagg 
agcctgccat 
actttcgggg 
agctcactgt 
acaatgctgc 
ctcagaatgg 
tcagcttagt 
aagaaagtgg 
ctgcagaagg 
tacaggagct 
aaaaacgccc 
ttagccgcct 
tttcagaaag 
aagttgctac 
tgctgttaca 
gggaaaacaa 
caaaaggaat 
aagtaatctc 
gctctttctt 
ttatgaatgg 
ccccttgttc 
ttcaggtatg 
catctgtata 
ttttaagtta 
tctcttattt 
cttctttttt 
atctatctct 
gtatttcaca 
tttaccttta 
attaagatac 
agaataatga 



aaagtgtccc 
ttgaagaaaa 
caaggctcag 
catgcttcaa 
atccgaaggc 
atctacgctt 
cagtataact 
ctacaggcca 
catgtacaat 
aggaaataat 
aatgaaagcc 
tgaatcagga 
gtttgaaatt 
accaccacat 
agaaggaaat 
taaaaaactt 
taaaacaata 
ggcgcaaatt 
aggaatgcct 
aggaacagga 
acttggttat 
aggatggagt 
tcttcatttg 
tggcactact 
cagtatatct 
aacatcttct 
tccagtacaa 
aattaaaagc 
catcacaagg 
tttaggaaca 
ttgatctatc 
aagcattttt 
tcgctctgtc 
ctcagttctc 
tagcaatttt 
aacattctag 
aatgctttat 



cggcaagaag 
aaaagaagac 
aagtttttgg 
ataaatcaga 
agcagtataa 
cccaaaccag 
ccaactgtgg 
ttagatccaa 
cagaggtatc 
gaattttttg 
ctccaagcac 
aaggatatgg 
gctctgaagc 
atgaaaagct 
agcaaaaaac 
ccacctcttc 
gtaaaggccg 
caacaggcca 
cgacgtcgag 
cctaataaaa 
aaagcatcca 
ggtccaaagc 
tctcctgatg 
ctaggctatt 
cccacatcga 
acagctgaag 
ccttcaaaac 
aaaaacaaaa 
ctcattcttg 
caaaggacag 
tagtaattct 
catattcttc 
ttccacaaac 
ccttttttta 
gaattttgca 
aagtctatta 
agttgtttga 



aggctgccta 
agaaaaagaa 
agccgtgagg 
tgttctcagt 
agaaggctca 
ttcagaagcc 
aactgaatgg 
agccattccc 
attgcccagt 
gggaaggaaa 
tgcagaatga 
atgatgacaa 
gaaatatgcc 
ttgttactcg 
tctccaagaa 
ctgtggtgga 
gaccagaata 
aaaaggaaaa 
aatttgtgat 
agatagccaa 
ctaatcttca 
ctgggtttcc 
tttatcaaga 
tgtcacccaa 
atagttcagc 
ccataggttt 
aactggaata 
aacaaaacaa 
cctgctagta 
acaaaaaagc 
tttgctgcct 
actgtcttct 
aaaaattctg 
cataaggatt 
ttctgttgct 
ccttaggagt 
ggcataacaa 



ccacaaggac 
gaactcaaag 
gatacagcag 
gcagctgagt 
gcaggctgtt 
acccaaaagt 
gcttgctatg 
aaattataga 
gcctaagatc 
gactcgacaa 
acctattcca 
agatgcaaat 
tgtcagtttt 
agtgtcagta 
gcgcgctgcg 
aaagccaaaa 
tggccaaggg 
ggagccggat 
gcaggtgaag 
aaaaaatgct 
ggatcaactt 
tgaaccaaca 
gatggaagcc 
agatatgaac 
tacaattgcc 
aaaaggaagt 
tttagcaagg 
ttcattagcc 
tggcctacat 
catatgcaca 
gtctcttctc 
atttggtctt 
ccttcagaca 
gagtttcttt 
agtattgatt 
taattaaaca 
tgtgtatttg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 



ttttactgga 
acaattctgt 
atgtgaattt 
aaaaccccac 
aactctagga 
tgaactgtaa 
gcttcctcag 
caaaaactgt 
gtatttataa 
gggggtattt 
aactattgcc 
ctgttaccag 
tttagaattt 
atctcaattt 
tccgtaggat 
ctaatcattt 
gcattcaagc 
ctaccagaat 
taattataat 
ttgcattgct 
cacgttatat 
gtgattttaa 
tctgtcattg 
ttagtctggc 
taaaagtttt 
aaaacatgta 
caggaccagc 
acaataaatt 
cagatactgt 
aatttgattt 
aaatatatga 



tcatgttttg 
ttcactgggt 
agggatggaa 
aaaaatcagc 
aggggaaata 
ccgctaactt 
atttcactgt 
aatatccttt 
atattttaca 
tgcatgttcg 
aggtagttgt 
ttatcggctc 
gtttttgttg 
atataaagta 
gaattagaaa 
agaaatgtct 
tctgaattga 
gtcttaattt 
tttaacatat 
aaggcctttt 
gtttccaaat 
aatattactg 
atggaccact 
cacatgcata 
aaagcctatt 
gattgtttct 
ttgttacaga 
ctttttctgt 
tgcttattga 
aagcctacta 
gtgtattgaa 



aactgactag 
agtctaaaac 
actttttttc 
actcctttat 
tctgtgtctt 
gactggatga 
tttcatctcc 
agaaatgctc 
agtttagatt 
gatttttttt 
tagtgtttct 
tgtcatctga 
ttttacctta 
ctggaaaaaa 
taaattgtga 
gagagtaaca 
ttttttgctt 
tttaaatttg 
cttcactgta 
taaaaagctt 
ctgtgtattg 
tgcttctttg 
acctgcagct 
gcccatcttc 
tctttatagg 
attacttaaa 
ttatacacta 
gtttctaggt 
atattgtgta 
gagccattgt 
aaaaaaaaaa 



ggagggtagc 
tagcttatag 
ccctatttat 
ggatacattg 
gatttcttag 
actagtttgc 
ttttccatct 
tagaagatct 
ataaaatgaa 
tcccttcacc 
aattggactc 
aattttaacc 
agaaacacaa 
gctaagtaat 
tgaaaagaaa 
ctgcattctt 
ggagctgttg 
tttttatttc 
gtcaacatgt 
atgcttacat 
tgatttttac 
gttgaatgag 
aagcagtgag 
ataatgtcgc 
taaccctctc 
tgttttaatt 
ttctgttact 
tagaactttt 
aacccttctt 
atgtgacagc 
aaaaaaaa 



acctgcctca 
tttaacttaa 
tctttgtttc 
gagcttttga 
ttgccttgaa 
ttgtgtgtag 
tagtctttat 
gtattgtgta 
aaagaaggtc 
gaacccttct 
ttaatatgaa 
acttaattta 
taaatcactg 
ttttagttct 
ttaactgctt 
atagaaacaa 
ttacagtagc 
taagctcttg 
agagtctgct 
aatatactct 
atactaatga 
ctggtattga 
cagaatctcc 
agcagaaggt 
aggtatattt 
ggactgtagt 
tttatttctg 
ttattttatt 
tggctttcct 
tatattgtat 



gatagtacca 
cttgttgtgt 
cttctgggaa 
aagaattgta 
aatcatgtac 
agagtgtatt 
tccttaagac 
gaatgatcat 
atgtgttttg 
gattctttca 
cttcaagaag 
aagttacaat 
tttaaaaaag 
atctataatc 
atttatgaat 
agcacaaatt 
tgtaattttg 
gcaatgacaa 
tccctcatta 
tttttatgga 
atataaacag 
tgtaaaatac 
gggaaatgac 
tctttgtggt 
acctggtaga 
ttagaaatta 
aaacttaaaa 
gcacactgaa 
tgcccattgc 
tacaaagtaa 



2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4058 



<210> 19 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 19 

atgacggagg ttgtgaggca ctgcccccac catgagcgc 3 9 



<210> 20 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 



<400> 20 

gcgctcatgg tgggggcagt gcctcacaac ctccgtcat 



39 





11 



<210> 21 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 21 

agagaaagcg gacaataacc ag 22 



<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 



<210> 23 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 23 

ccgatatcat gcttcaaata aatcagatgt tctcagtgc 39 

<210> 24 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 



<400> 22 

ccaagggaaa tgctcaaagt 



20 



<400> 24 

ttgcggccgc tcagacggcc gagtttgatt tcttgc 



36 



<210> 25 
<211> 20 
<212> DNA 



<213> Artificial Sequence 





12 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide designed for STAU2 

<400> 25 



<210> 26 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 



gcaccacgac aaaacaatca 



20 



primer 



<400> 26 

actaacaaaa cagcaccacg 



20 



